Inheritance Pattern. Autosomal Mendelian segregation of the 3.0-kb and the 2.9-kb TuqI fragments was observed in 59 animals in two, three-generation Meishan-Hampshire reference families. Segregation from one of these families is presented (Figure 1 ).
Frequency. Analysis of 57 unrelated animals from seven breeds indicated the overall allelic frequencies of .90 for the 3.0-kb Tag1 fragment and .10 for the 2.9-kb TaqI fragment (Table 1) .
Comments. TheTransporter Associated with Antigen
Processing 2 tTAP2) gene is a MHC class I1 gene associated with the class I antigen presentation pathway. The TAP2 protein product is homologous to mammalian and bacterial ATP-dependent transport proteins and is also a member of a gene superfamily of transport proteins. TAP2 is the standard nomenclature for all species, but it has also been called W 2 , mtp2, Y1, PSFZ, and RINGl1. a3.0 allele = 3.0-kb TuqI fragment; 2.9 allele = 2.9-kb TuqI fragment.
